
201,1 NCBI Rapid Analysis of Microbes
Workshop
Oct2./o,,?-011

NCBI/NIH

Workshop ful rister Hill Center @1fu38a)
http://wwmlhacbc.nlm.nih.gov/lhc/servlet/Turbine/template/visitors%o2CDirections.vm
http: / /www.nih.gov/about/visitor/index.htur
Vsitors arerequired to go through security.
http: I /'trww.nih.gov/about/visitorsecurity.htm

We would like to iovite you o a ioint NCBI /FDA one{ay wotkshop organized by the National Centet for
Biorechnolqgy Information (NCBD and ttre Center for Food Safety and Applied Nuuition (CFSAN/FDA) that will be

held on Oct 26,2011 (9 AM - 5 PM). This wotkshop iocludes a commuaity of researchers investigating pathogenic
prokaryotes and will highlight the current capabilities aod generae a discussion on the reguirements fot the tapid
analysis and tace back of prokaryotic pathogens to support public health: what current resources induding daabases

aod analytic tools exist atNCBI or extemalln what lesornces cao be shardwhatresoutces may need to be developed,
what standards such as biologiel meadata are required or need to be developed in otda to faciliate the rapid sequence,

annoation, aod analysis of pathogens duringoutbteaks dratwill enable scientiss to rapidly eact and potentially deal

with biological theats io real time.
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9:30 Tatiana Tatuso€
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10:ffi Discussion - Annotation
10:30 Coffee

1ft45 Errol Strain

llffi RobertStones
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l11:30 Evan Snitl.in

11:45 TBA

12:00 Discussion - Pipelines/Phylogeny

12:30 Lunch

1:30 llene Mizratfii
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:1:45 Erh Brown

2:00 Discussion - Metadata

3:00 Discussion - Workshop
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